Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.112; data-to-parameter ratio = 16.3.
The asymmetric unit of the title compound, C 16 H 13 N 3 O 3 Á-0.5C 2 H 6 OS, is composed of two independent pyrazolidine-3,5-dione molecules and one dimethyl sulfoxide solvent molecule. In each pyrazolidine-3,5-dione molecule, an intramolecular N-HÁ Á ÁO hydrogen bond forms an S(5)S(6) motif. In the crystal, pairs of each independent pyrazolidine-3,5-dione molecule are linked by N-HÁ Á ÁO hydrogen bonds, forming dimers with R 2 2 (8) motifs. These dimers are connected with the other molecules through the solvent molecules via O-HÁ Á ÁO hydrogen bonds, forming ribbons along the b-axis direction. C-HÁ Á Á interactions connect the ribbons. C-HÁ Á ÁO interactions also occur.
Related literature
For the significant role of pyrazolidinediones in the synthesis of various heterocyclic compounds, see: Elnagdy & Ohta (1973) ; Abdel-Rahman et al. (2004) ; Khodairy (2007) . For the diverse biological actvities of pyrazolidinedione-containing compounds, see: D' Alo et al. (1978) ; Tawab et al. (1960) . For graph-set motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg3 and Cg6 are the centroids of the C11-C16 and C27-C32 phenyl rings, respectively. 
Data collection: APEX2 (Bruker, 2013); cell refinement: SAINT (Bruker, 2013); data reduction: SAINT; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009).
Comment
Pyrazolidinedione compounds have been used as a core precursor to prepare a diversity of heterocyclic systems owning to the acidic methylene function (Khodairy, 2007; Abdel-Rahman et al., 2004) ; Elnagdy & Ohta, 1973) . Moreover, pyrazolidinones have exhibited a wide spectrum of biological activities such as antipyretic (Tawab et al., 1960) and antiinflammatory drugs (D′Alo et al., 1978) . In this concept, we herein report the synthesis and crystal structure of the title compound.
As shown in (Table 1) .
Experimental
A mixture of (4Z)-4-[(dimethylamino)methylidene]-1-phenylpyrazolidine-3,5-dione (231 mg, 1 mmol) and 2-aminophenol (109 mg, 1 mmol) in 50 ml acetic acid was refluxed for 2 h. The resulting solid on hot was filtered off, dried under vacuum, washed with ethanol and recrystallized from dimethyl sufoxide to afford the title compound in good quality crystals (M.p.: 541 -542 K) sufficient for X-ray diffraction.
Refinement
The C-bound H atoms were placed in geometrically idealized positions [C-H = 0.95 Å for aromatic H and C-H = 0.98 Å for methyl H] and were refined using a riding model with U iso (H) = 1.2U eq (C aromatic ) and 1.5U eq (C methyl ). Hydroxyl and amine H atoms are found from difference Fourier maps and refined with constraints of N-H = 0.88 (2) and O-H = 0.84 (2) Å, U iso (H) = 1.2U eq (N) for amine H atoms and U iso (H) = 1.5U eq (O) for hydroxyl H atoms. 
Computing details

Figure 1
The molecular structure of the title compound showing the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 50% probability level. 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (9) 0.0001 (7) 0.0017 (7) 0.0115 (6) C3 0.0376 (10) 0.0145 (8) 0.0274 (9) 0.0065 (7) 0.0013 (7) 0.0088 (6) C4 0.0277 (9) 0.0195 (8) 0.0246 (9) 0.0073 (7) 0.0046 (7) 0.0065 (6) C5 0.0233 (8) 0.0163 (7) 0.0236 (8) 0.0017 (6) 0.0031 (7) 0.0091 (6) C6 0.0198 (8) 0.0121 (7) 0.0175 (8) 0.0003 (6) −0.0029 (6) 0.0047 (6) C7 0.0159 (7) 0.0147 (7) 0.0217 (8) 0.0001 (6) 0.0003 (6) 0.0058 (6) C8 0.0158 (7) 0.0141 (7) 0.0190 (8) −0.0011 (6) 0.0010 (6) 0.0056 (6) C9 0.0152 (7) 0.0141 (7) 0.0200 (8) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
